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Fig. 1 Gram staining microscopic examination for

Previously Fermented Juice of Italian ryegrass
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Table 1 Sugar fermentation test of 10 strains of lactic acid bacteria
¥ ETH Ttem L-1 L-2 L-3 L4 L-5 L-6 L-7 L-8 L-9 L-10
P-1 + d d + + + + +
P-2 + - + + + + + — + -
P-3 + — + + — + — + + +
P-4 + + + + + + — + + +
P-5 + + d + + d + + + d
P-6 + — + + + d + + + +
pP-7 + - - + + + + d d +
P-8 + + + + + + + - d +
P-9 + + + + + + + - + +
P-10 — — + + — + d + + +

TSR A S P-1~P-10 23 B BN  H B e Il AL UM L 2 2 AR AT TR K R R,

AR SR — AR B R, AR M . L1 ~1L-10 43 FIFRR A B S B Y 10 AR AL E . F .

Note: The evaluation program code P-1~P-10 represent sucrose, mannitol, sorbitol, lactose, esculin, maltose, raffinose, cel-

lobiose, salicylic acid, rhamnose. “-+” Represents a positive reaction,

weak negative, L-1~1.-10 represent to different isolated bacteria strains. The same below.

R2 10KERNTBRENUE

Table 2 Acid production rate of 10 strains

R3 10 REKRATHERILE

Table 3 Acid tolerance of 10 strains

. “ ”
represents a negative response, “d” represents a

I #k Strain pH T £k Strain pH I #k Strain ODss0 um I £k Strain ODs50
L-1 3.22 L-6 3.15 L-1 1. 187 L-6 1. 135
-2 3.31 L-7 3.19 -2 1.163 L-7 1. 170
L-3 3.33 L-8 3.08 L-3 1.126 L-8 1. 142
L-4 3.39 L-9 3.35 L-4 1. 097 L-9 1.124
L-5 3. 36 L-10 3.29 L-5 1. 099 L-10 1.117

x4 10 BREHmRIRE
Table 4 Salt tolerance of 10 strains of lactic acid bacteria
4 5% 7% 8% 9% 10%
Strain 2d 34d 3d 1d 1d 54d 1d 5d 1d 54d
L-1 ++ +++ ++ + 4+ + + 4+ — — — —
L-2 +++ +++ ++ +++ + +++ - — — —
L-3 +++ +++ + +++ - + - — — —
L4 +++ +++ + + 4+ - + — — — —
L-5 +++ +++ + +++ - + - - — —
L-6 +++ +++ ++ +++ + +++ — — — —
L-7 +++ +++ + + 4+ + ++ — — — —
L-8 +++ +++ + +++ + ++ - — — —
L-9 +++ +++ + +++ - + - — — —
L-10 +++ +++ + + 4+ - + — — — —

RN ERAREAE K 7R

”

Note; “—

— e

7N A

BRA KR BUBLHS 5« 4+ 7B + -+ + FOR B bk A KRB
indicates no growth;“-+"indicates weak growth; “-+-+"and “+ -+ +”indicates good growth.
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Fig.2 The results of PCR amplifying
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Table 5 Molecular identification of 6 strains of

lactic acid bacteria

BBk Strain %4 K name

L-1 MY FATF B Lactobacillus plantarum
L-3 HERFLBRE Lactococcus lactis

1L-4 FLEE BRI Lactococcus garvieae

L-5 FLERBH H AR T Leuconostoc lactis

1L-8 B Weissella con fusa

L-9 B IC T Weissella cibaria
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Isolation and identification of lactic acid bacteria from

previously fermented juice of Italian ryegrass

LI Ji, YANG Chun-hua, JIA Lu-jie, LIANG Huan, GUO Li-juan, LIU Yu, LI Pan-feng
(Animal Science and Technology, Sichuan Agricultural University College, Ya’an 625000, China)

Abstract: In order to study lactic acid bacteria species which plays a major role in the fermentation process
of Ttalian ryegrass(Lolium multi florum) silage, 6 lactic acid bacteria strains(L.-1, [.-3, 1.-4, [.-5, 1.-8 and
L-9) were isolated from previously fermented juice of Changjiang No. 2 Italian ryegrass. The results of tra-
ditional biochemical identification, experiment of acid-production rate, acid tolerance test, salt tolerance
test, and the 16S rRNA sequence analysis indicated that I.-1, 1.-3, L.-4, 1.-5, 1.-8 and L.-8 are Lactobacillus
plantarum, Lactococcus lactis, Lactococcus garvieae , Leuconostoc lactis, Weissella con fuse and Weissella
cibaria, respectively, and all of them have good acid productivity, strong acid and salt tolerance. Further
studies on using these strains as feed additives can be made.
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